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<210> 1 

<211> 1522 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (13) . . (1389) 

<220> 

<221> mat_peptide 
<222> (124) . . (1389) 

<400> 1 

acagtcagcc gc atg get ccc ctg tgc ccc age ccc tgg etc cct ctg ttg 51 

Met Ala Pro Leu Cys Pro Ser Pro Trp Leu Pro Leu Leu 
-35 -30 -25 

ate ccg gee cct get cca ggc etc act gtg caa ctg ctg ctg tea ctg 99 
lie Pro Ala Pro Ala Pro Gly Leu Thr Val Gin Leu Leu Leu Ser Leu 

-20 *" -15 -10 

ctg ctt ctg atg cct gtc cat ccc cag agg ttg ccc egg atg cag gag 14 7 

Leu Leu Leu Met Pro Val His Pro Gin Arg Leu Pro Arg Met Gin Glu 
-5 -11 5 



gat tec ccc ttg gga gga ggc tct tct ggg gaa gat gac cca ctg ggc 195 
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Asp Ser Pro Leu Gly Gly Gly Ser Ser Gly Glu Asp Asp Pro Leu Gly 
10 15 * 20 

gag gag gat ctg ccc agt gaa gag gat tea ccc aga gag gag gat cca 243 
Glu Glu Asp Leu Pro Ser Glu Glu Asp Ser Pro Arg Glu Glu Asp Pro 
25 30 35 " 40 

ccc gga gag gag gat eta cct gga gag gag gat eta cct gga gag gag 291 
Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu 
45 ^ 50 55 

gat eta cct gaa gtt aag cct aaa tea gaa gaa gag ggc tec ctg aag 33 9 

Asp Leu Pro Glu Val Lys Pro Lys Ser Glu Glu Glu Gly Ser Leu Lys 
60 65 70 

tta gag gat eta cct act gtt gag get cct gga gat cct caa gaa ccc 387 
Leu Glu Asp Leu Pro Thr Val Glu Ala Pro Gly Asp Pro Gin Glu Pro 
75 80 85 

cag aat aat gec cac agg gac aaa gaa ggg gat gac cag agt cat tgg 43 5 

Gin Asn Asn Ala His Arg Asp Lys Glu Gly Asp Asp Gin Ser His Trp 
90 95 100 

cgc tat gga ggc gac ccg ccc tgg ccc egg gtg tec cca gee tgc gcg 48 3 

Arg Tyr Gly Gly Asp Pro Pro Trp Pro Arg Val Ser Pro Ala Cys Ala 
105 110 115 120 

ggc cgc ttc cag tec ccg gtg gat ate cgc ccc cag etc gec gee ttc 531 
Gly Arg Phe Gin Ser Pro Val Asp lie Arg Pro Gin Leu Ala Ala Phe 
125 130 135 

tgc ccg gee ctg cgc ccc ctg gaa etc ctg ggc ttc cag etc ccg ccg 579 
Cys Pro Ala Leu Arg Pro Leu Glu Leu Leu Gly Phe Gin Leu Pro Pro 
140 145 150 

etc cca gaa ctg cgc ctg cgc aac aat ggc cac agt gtg caa ctg ace 62 7 

Leu Pro Glu Leu Arg Leu Arg Asn Asn Gly His Ser Val Gin Leu Thr 
155 160 165 

ctg cct cct ggg eta gag atg get ctg ggt ccc ggg egg gag tac egg 675 
Leu Pro Pro Gly Leu Glu Met Ala Leu Gly Pro Gly Arg Glu Tyr Arg 
170 175 180 

get ctg cag ctg cat ctg cac tgg ggg get gca ggt cgt ccg ggc teg 723 
Ala Leu Gin Leu His Leu His Trp Gly Ala Ala Gly Arg Pro Gly Ser 
185 190 195 200 

gag cac act gtg gaa ggc cac cgt ttc cct gec gag ate cac gtg gtt 771 
Glu His Thr Val Glu Gly His Arg Phe Pro Ala Glu lie His Val Val 

205 210 215 

cac etc age acc gec ttt gec aga gtt gac gag gec ttg ggg cgc ccg 819. 
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His Leu Ser Thr Ala Phe Ala Arg Val Asp Glu Ala Leu Gly Arg Pro 
220 225 230 

gga ggc ctg gcc gtg ttg gcc gcc ttt ctg gag gag ggc ccg gaa gaa 867 
Gly Gly Leu Ala Val Leu Ala Ala Phe Leu Glu Glu Gly Pro Glu Glu 
235 240 245 

aac agt gcc tat gag cag ttg ctg tct cgc ttg gaa gaa ate get gag 915 
Asn Ser Ala Tyr Glu Gin Leu Leu Ser Arg Leu Glu Glu lie Ala Glu 
250 255 260 

gaa ggc tea gag act cag gtc cca gga ctg gac ata tct gca etc ctg 963 
Glu Gly Ser Glu Thr Gin Val Pro Gly Leu Asp lie Ser Ala Leu Leu 
265 270 275 280 

ccc tct gac ttc age cgc tac ttc caa tat gag ggg tct ctg act aca 1011 
Pro Ser Asp Phe Ser Arg Tyr Phe Gin Tyr Glu Gly Ser Leu Thr Thr 
285 290 295 

ccg ccc tgt gcc cag ggt gtc ate tgg act gtg ttt aac cag aca gtg 1059 
Pro Pro Cys Ala Gin Gly Val He Trp Thr ,Val Phe Asn Gin Thr Val 
300 305 310 

atg ctg agt get aag cag etc cac ace etc tct gac ace ctg tgg gga 1107 
Met Leu Ser Ala Lys Gin Leu His Thr Leu Ser Asp Thr Leu Trp Gly 
315 320 325 

cct ggt gac tct egg eta cag ctg aac ttc cga gcg acg cag cct ttg 1155 
Pro Gly Asp Ser Arg Leu Gin Leu Asn Phe Arg Ala Thr Gin Pro Leu 
330 335 340 

aat ggg cga gtg att gag gcc tec ttc cct get gga gtg gac age agt 1203 
Asn Gly Arg Val He Glu Ala Ser Phe Pro Ala Gly Val Asp Ser Ser 
345 , 350 355 360 

cct egg get get gag cca gtc cag ctg aat tec tgc ctg get get ggt 12 51 

Pro Arg Ala Ala Glu Pro Val Gin Leu Asn Ser Cys Leu Ala Ala Gly 
365 370 375 

gac ate eta gcc ctg gtt ttt ggc etc ctt ttt get gtc ace age gtc 12 99 

Asp He Leu Ala Leu Val Phe Gly Leu Leu Phe Ala Val Thr Ser Val 
380 385 390 

gcg ttc ctt gtg cag atg aga agg cag cac aga agg gga ace aaa ggg 1347 
Ala Phe Leu Val Gin Met Arg Arg Gin His Arg Arg Gly Thr Lys Gly 
395 400 405 

ggt gtg age tac cgc cca gca gag gta gcc gag act gga gcc 13 89 

Gly Val Ser Tyr Arg Pro Ala Glu Val Ala Glu Thr Gly Ala 
410 415 420 

tagaggctgg atcttggaga atgtgagaag ccagccagag gcatctgagg gggagccggt 1449 
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aactgtcctg tcctgctcat tatgccactt ccttttaact gccaagaaat tttttaaaat 1509 
aaatatttat aat 1522 

<210> 2 

<211> 459 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Pro Leu Cys Pro Ser Pro Trp Leu Pro Leu Leu lie Pro Ala 
-35 ~ -30 -25 

Pro Ala Pro Gly Leu Thr Val Gin Leu Leu Leu Ser Leu Leu Leu Leu 
-20 -15 -10 

Met Pro Val His Pro Gin Arg Leu Pro Arg Met Gin Glu Asp Ser Pro 
-5 -11 5 10 

Leu Gly Gly Gly Ser Ser Gly Glu Asp Asp Pro Leu Gly Glu Glu Asp 
15 20 25 

Leu Pro Ser Glu Glu Asp Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu 
30 ~ 35 40 

Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro 
45 50 55 

Glu Val Lys Pro Lys Ser Glu Glu Glu Gly Ser Leu Lys Leu Glu Asp 
60 65 70 75 

Leu Pro Thr Val Glu Ala Pro Gly Asp Pro Gin Glu Pro Gin Asn Asn 
80 " 85 90 

Ala His Arg Asp Lys Glu Gly Asp Asp Gin Ser His Trp Arg Tyr Gly 
95 100 105 

Gly Asp Pro Pro Trp Pro Arg Val Ser Pro Ala Cys Ala Gly Arg Phe 
110 ~ 115 12 0 
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Gin Ser Pro Val Asp lie Arg Pro Gin Leu Ala Ala Phe Cys Pro Ala 
125 130 135 

Leu Arg Pro Leu Glu Leu Leu Gly Phe Gin Leu Pro Pro Leu Pro Glu 
140 145 150 155 

Leu Arg Leu Arg Asn Asn Gly His Ser Val Gin Leu Thr Leu Pro Pro 
160 165 170 

Gly Leu Glu Met Ala Leu Gly Pro Gly Arg Glu Tyr Arg Ala Leu Gin 
175 180 185 

Leu His Leu His Trp Gly Ala Ala Gly Arg Pro Gly Ser Glu His Thr 
190 195 200 

Val Glu Gly His Arg Phe Pro Ala Glu He His Val Val His Leu Ser 
205 U ~ 210 215 

Thr Ala Phe Ala Arg Val Asp Glu Ala Leu Gly Arg Pro Gly Gly Leu 
220 225 230 235 

Ala Val Leu Ala Ala Phe Leu Glu Glu Gly Pro Glu Glu Asn Ser Ala 

240 245 250 

Tyr Glu Gin Leu Leu Ser Arg Leu Glu Glu He Ala Glu Glu Gly Ser 
255 260 265 

Glu Thr Gin Val Pro Gly Leu Asp He Ser Ala Leu Leu Pro Ser Asp 
270 275 280 

Phe Ser Arg Tyr Phe Gin Tyr Glu Gly Ser Leu Thr Thr Pro Pro Cys 
285 ~ ^ 290 295 

Ala Gin Gly Val He Trp Thr Val Phe Asn Gin Thr Val Met Leu Ser 
300 " 305 310 315 

Ala Lys Gin Leu His Thr Leu Ser Asp Thr Leu Trp Gly Pro Gly Asp 

320 325 330 
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Ser Arg Leu Gin Leu Asn Phe Arg Ala Thr Gin Pro Leu Asn Gly Arg 
335 340 345 



Val lie Glu Ala Ser Phe Pro Ala Gly Val Asp Ser Ser Pro Arg Ala 
350 355 360 



Ala Glu Pro Val Gin Leu Asn Ser Cys Leu Ala Ala Gly Asp lie Leu 
365 370 375 



Ala Leu Val Phe Gly Leu Leu Phe Ala Val Thr Ser Val Ala Phe Leu 
380 385 390 395 



Val Gin Met Arg Arg Gin His Arg Arg Gly Thr Lys Gly Gly Val Ser 
400 405 410 



Tyr Arg Pro Ala Glu Val Ala Glu Thr Gly Ala 
415 420 



<210> 3 

<211> • 10898 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> gene 

<222> (1) . . (10898) 



<220> 

<221> misc_f eature 

<222> (1974) . . (1974) 

<223> n is a, c, g, or t 

<400> 3 



ggatcctgtt 


gactcgtgac 


cttaccccca 


accctgtgct 


ctctgaaaca 


tgagctgtgt 


60 


ccactcaggg 


ttaaatggat 


taagggcggt 


gcaagatgtg 


ctttgttaaa 


cagatgcttg 


120 


aaggcagcat 


gctcgttaag 


agtcatcacc 


aatccctaat 


ctcaagtaat 


cagggacaca 


180 


aacactgcgg 


aaggccgcag 


ggtcctctgc 


ctaggaaaac 


cagagacctt 


tgttcacttg 


240 


tttatctgac 


cttccctcca 


ctattgtcca 


tgaccctgcc 


aaatccccct 


ctgtgagaaa 


300 


cacccaagaa 


ttatcaataa 


aaaaataaat 


ttaaaaaaaa 


aatacaaaaa 


aaaaaaaaaa 


360 
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aaaaaaaaaa 


gacttacgaa tagttattga taaatgaata gctattggta aagccaagta 


420 


aatgatcata 


ttcaaaacca gacggccatc atcacagctc 


aagtctacct 


gatttgatct 


480 


ctttatcatt 


gtcattcttt ggattcacta gattagtcat 


catcctcaaa 


attctccccc 


540 


aagttctaat tacgttccaa acatttaggg gttacatgaa gcttgaacct 


actaccttct 


600 


ttgcttttga gccatgagtt gtaggaatga tgagtttaca 


ccttacafcgc 


tggggattaa 


660 


tttaaacttt 


acctctaagt cagttgggta gcctttggct 


tatttttgta 


gctaattttg 


720 


tagttaatgg 


atgcactgtg aatcttgcta tgatagtttt 


cctccacact 


ttgccactag 


780 


gggtaggtag gtactcagtt ttcagtaatt gcttacctaa 


gaccctaagc 


cctatttctc 


840 


ttgtactggc 


ctttatctgt aatatgggca tatttaatac 


aatataattt 


ttggagtttt 


900 


tttgtttgtt 


tgtttgtttg tttttttgag acggagtctt 


gcatctgtca 


tgcccaggct 


960 


ggagtagcag 


tggtgccatc tcggctcact gcaagctcca 


cctcccgagt 


tcacgccatt 


1020 


ttcctgcctc 


agcctcccga gtagctggga ctacaggcgc 


ccgccaccat 


gcccggctaa 


1080 


ttttttgtat 


ttttggtaga gacggggttt caccgtgtta gccagaatgg tctcgatctc 


1140 


ctgacttcgt gatccacccg cctcggcctc ccaaagttct 


gggattacag gtgtgagcca 


1200 


ccgcacctgg 


ccaatttttt gagtctttta aagtaaaaat 


atgtcttgta 


agctggtaac 


1260 


tatggtacat 


ttccttttat taatgtggtg ctgacggtca 


tataggttct 


tttgagtttg 


1320 


gcatgcatat gctacttttt gcagtccttt cattacattt 


ttctctcttc 


atttgaagag 


1380 


catgttatat 


cttttagctt cacttggctt aaaaggttct 


ctcattagcc 


taacacagtg 


144 0 


tcattgttgg 


taccacttgg atcataagtg gaaaaacagt 


caagaaattg 


cacagtaata 


1500 


cttgtttgta 


agagggatga ttcaggtgaa tctgacacta 


agaaactccc 


ctacctgagg 


1560 


tctgagattc 


ctctgacatt gctgtatata ggcttttcct 


ttgacagcct 


gtgactgcgg 


1620 


actatttttc 


ttaagcaaga tatgctaaag ttttgtgagc 


ctttttccag 


agagaggtct 


1680 


catatctgca 


tcaagtgaga acatahaatg tctgcatgtt 


tccatatttc 


aggaatgttt 


1740 


gcttgtgttt 


tatgctttta tatagacagg gaaacttgtt 


cctcagtgac 


ccaaaagagg 


1800 


tgggaattgt 


tattggatat catcattggc ccacgctttc 


tgaccttgga 


aacaattaag 


1860 


ggttcataat 


ctcaattctg tcagaattgg tacaagaaat 


agctgctatg 


tttcttgaca 


1920 
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ttccacttgg 


taggaaataa gaatgtgaaa ctcttcagtt 


ggtgtgtgtc 


cctngttttt 


1980 


ttgcaatttc 


cttcttactg tgttaaaaaa 


aagtatgatc 


ttgctctgag 


aggtgaggca 


2040 


ttcttaatca 


tgatctttaa agatcaataa 


tataatcctt 


tcaaggatta 


tgtctttatt 


2100 


ataataaaga 


taatttgtct ttaacagaat 


caataatata 


atcccttaaa 


ggattatatc 


2160 


tttgctgggc 


gcagtggctc acacctgtaa 


tcccagcact 


ttgggtggcc 


aaggtggaag 


2220 


gatcaaattt 


gcctacttct atattatctt 


ctaaagcaga 


attcatctct 


cttccctcaa 


2280 


tatgatgata 


ttgacagggt ttgccctcac 


tcactagatt 


gtgagctcct 


gctcagggca 


2340 


ggtagcgttt 


tttgtttttg tttttgtttt 


tcttttttga gacagggtct 


tgctctgtca 


2400 


cccaggccag 


agtgcaatgg tacagtctca gctcactgca gcctcaaccg 


cctcggctca 


2460 


aaccatcatc 


ccatttcagc ctcctgagta 


gctgggacta 


caggcacatg 


ccattacacc 


2520 


tggctaattt 


ttttgtattt ctagtagaga 


cagggtttgg 


ccatgttgcc 


cgggctggtc 


2580 


tcgaactcct 


ggactcaagc aatccaccca 


cctcagcctc 


ccaaaatgag 


ggaccgtgtc 


2640 


ttattcattt 


ccatgtccct agtccatagc 


ccagtgctgg 


acctatggta 


gtactaaata 


2700 


aatatttgtt 


gaatgcaata gtaaatagca 


tttcagggag 


caagaactag 


attaacaaag 


2760 


gtggtaaaag gtttggagaa aaaaataata gtttaatttg gctagagtat gagggagagt 


2820 


agtaggagac 


aagatggaaa ggtctcttgg 


gcaaggtttt 


gaaggaagtt 


ggaagtcaga 


2880 


agtacacaat 


gtgcatatcg tggcaggcag 


tggggagcca 


atgaaggctt 


ttgagcagga 


2940 


gagtaatgtg 


ttgaaaaata aatataggtt 


aaacctatca 


gagcccctct 


gacacataca 


3000 


cttgcttttc 


attcaagctc aagtttgtct 


cccacatacc 


cattacttaa 


ctcaccctcg 


3060 


ggctccccta 


gcagcctgcc ctacctcttt 


acctgcttcc 


tggtggagtc 


agggatgtat 


3120 


acatgagctg 


ctttccctct cagccagagg 


acatgggggg 


ccccagctcc 


cctgcctttc 


3180 


cccttctgtg 


cctggagctg ggaagcaggc 


cagggttagc 


tgaggctggc 


tggcaagcag 


3240 


ctgggtggtg 


ccagggagag cctgcatagt 


gccaggtggt 


gccttgggtt 


ccaagctagt 


3300 


ccatggcccc 


gataaccttc tgcctgtgca 


cacacctgcc 


cctcactcca 


cccccatcct 


3360 


agctttggta 


tgggggagag ggcacagggc 


cagacaaacc 


tgtgagactt 


tggctccatc 


3420 


tctgcaaaag ggcgctctgt gagtcagcct 


gctcccctcc 


aggcttgctc 


ctcccccacc 


3480 



Page 8 



WO 2005/037083 



PCT7US2004/034573 



cagctctcgt 


ttccaatgca 


cgtacagccc 


gtacacaccg 


tgtgctggga 


caccccacag 


3540 


tcagccgcat 


ggctcccctg 


tgccccagcc 


cctggctccc 


tctgttgatc 


ccggcccctg 


3600 


ctccaggcct 


cactgtgcaa 


ctgctgctgt 


cactgctgct 


tctggtgcct 


gtccatcccc 


3660 


agaggttgcc 


ccggatgcag 


gaggattccc 


ccttgggagg 


aggctcttct 


ggggaagatg 


3720 


acccactggg 


cgaggaggat 


ctgcccagtg 


aagaggattc 


acccagagag 


gaggatccac 


3780 


ccggagagga 


ggatctacct 


ggagaggagg 


atctacctgg 


agaggaggat 


ctacctgaag 


3840 


ttaagcctaa 


atcagaagaa 


gagggctccc 


tgaagfctaga 


ggatctacct 


actgttgagg 


3900 


ctcctggaga 


tcctcaagaa 


ccccagaata 


atgcccacag 


ggacaaagaa 


ggtaagtggt 


3960 


catcaatctc 


caaatccagg 


ttccaggagg 


ttcatgactc 


ccctcccata 


ccccagccta 


4020 


ggctctgttc 


actcagggaa 


ggaggggaga 


ctgtactccc 


cacagaagcc 


cttccagagg 


4080 


tcccatacca 


atatccccat 


ccccactctc 


ggaggtagaa 


agggacagat 


gtggagagaa 


4140 


aataaaaagg 


gtgcaaaagg 


agagaggtga 


gctggatgag 


atgggagaga 


agggggaggc 


4200 


tggagaagag 


aaagggatga 


gaactgcaga 


tgagagaaaa 


aatgtgcaga 


cagaggaaaa 


4260 


aaataggtgg 


agaaggagag 


tcagagagtt 


tgaggggaag 


agaaaaggaa 


agcttgggag 


4320 


gtgaagtggg 


taccagagac 


aagcaagaag 


agctggtaga 


agtcatctca 


tcttaggcta 


4380 


caatgaggaa 


ttgagaccta 


ggaagaaggg 


acacagcagg 


tagagaaacg 


tggcttcttg 


4440 


actcccaagc 


caggaatttg 


gggaaagggg 


ttggagacca 


tacaaggcag 


agggatgagt 


4500 


ggggagaaga 


aagaagggag 


aaaggaaaga 


tggtgtactc 


actcatttgg 


gactcaggac 


4560 


tgaagtgccc 


actcactttt 


tttttttttt 


tttttgagac 


aaactttcac 


ttttgttgcc 


4620 


caggctggag 


tgcaatggcg 


cgafcctcggc 


tcactgcaac 


ctccacctcc 


cgggttcaag 


4680 


tgattctcct 


gcctcagcct 


ctagccaagt 


agctgcgatt 


acaggcatgc 


gccaccacgc 


4740 


ccggctaatt 


tttgtatttt 


tagtagagac 


ggggtttcgc 


catgttggtc 


aggctggtct 


4800 


cgaactcctg 


atctcaggtg 


atccaaccac 


cctggcctcc 


caaagtgctg 


ggattatagg 


4860 


cgtgagccac 


agcgcctggc 


ctgaagcagc 


cactcacttt 


tacagaccct 


aagacaatga 


4920 


ttgcaagctg 


gtaggattgc 


tgtttggccc 


acccagctgc 


ggtgttgagt 


ttgggtgcgg 


4980 


tctcctgtgc 


tttgcacctg 


gcccgcttaa 


ggcatttgtt 
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gcatctgcgt ttgtgacatc 


gttttggtcg 


ccaggaaggg 


attggggctc 


taagcttgag 


5100 


cggttcatcc 


ttttcattta 


tacaggggat 


gaccagagtc 


attggcgcta 


tggaggtgag 


5160 


acacccaccc 


gctgcacaga 


cccaatctgg 


gaacccagct 


ctgtggatct 


cccctacagc 


5220 


cgtccctgaa 


cactggtccc 


gggcgtccca 


cccgccgccc 


accgtcccac 


cccctcacct 


5280 


tttctacccg ggttccctaa 


gttcctgacc 


taggcgtcag 


acttcctcac 


tatactctcc 


5340 


caccccaggc 


gacccgccct 


ggccccgggt 


gtccccagcc 


tgcgcgggcc 


gcttccagtc 


5400 


cccggtggat 


atccgccccc 


agctcgccgc 


cttctgcccg gccctgcgcc 


ccctggaact 


5460 


cctgggcttc 


cagctcccgc 


cgctcccaga 


actgcgcctg 


cgcaacaatg 


gccacagtgg 


5520 


tgagggggtc 


tccccgccga 


gacttgggga 


tggggcgggg 


cgcagggaag 


ggaaccgtcg 


5580 


cgcagtgcct 


gcccgggggt 


tgggctggcc 


ctaccgggcg 


gggccggctc 


acttgcctct 


5640 


ccctacgcag 


tgcaactgac 


cctgcctcct 


gggctagaga 


tggctctggg 


tcccgggcgg 


5700 


gagtaccggg 


ctctgcagct 


gcatctgcac 


tggggggctg 


caggtcgtcc 


gggctcggag 


5760 


cacactgtgg 


aaggccaccg 


tttccctgcc 


gaggtgagcg 


cggactggcc 


gagaaggggc 


5820 


aaaggagcgg 


ggcggacggg ggccagagac gtggccctct 


cctaccctcg 


tgtccttttc 


5880 


agatccacgt 


ggttcacctc 


agcaccgcct 


ttgccagagt 


tgacgaggcc 


ttggggcgcc 


5940 


cgggaggcct 


ggccgtgttg 


gccgcctttc 


tggaggtacc 


agatcctgga 


caccccctac 


6000 


tccccgcttt 


cccatcccat 


gctcctcccg 


gactctatcg 


tggagccaga 


gaccccatcc 


6060 


cagcaagctc 


actcaggccc 


ctggctgaca 


aactcattca 


cgcactgttt 


gttcatttaa 


6120 


cacccactgt 


gaaccaggca 


ccagccccca 


acaaggattc 


tgaagctgta 


ggtccttgcc 


6180 


tctaaggagc 


ccacagccag 


tgggggaggc 


tgacatgaca 


gacacatagg 


aaggacatag 


6240 


taaagatggt 


ggtcacagag 


gaggtgacac 


ttaaagcctt 


cactggtaga 


aaagaaaagg 


6300 


aggtgttcat 


tgcagaggaa 


acagaatgtg 


caaagactca 


gaatatggcc 


tatttaggga 


6360 


atggctacat 


acaccatgat 


tagaggaggc 


ccagtaaagg gaagggatgg 


tgagatgcct 


6420 


gctaggttca 


ctcactcact 


tttatttatt 


tatttatttt 


tttgacagtc 


tctctgtcgc 


6480 


ccaggctgga 


gtgcagtggt 


gtgatcttgg 


gtcactgcaa 


cttccgcctc 


ccgggttcaa 


6540 


gggactctcc 


tgcctcagct 


tcctgagtag 


ctggggttac 


aggtgtgtgc 


caccatgccc 


6600 
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agctaatttt 


tttttgtatt 


tttagtagac 


agggtttcac 


catgttggtc 


aggctggtct 


6660 


caaactcctg 


gcctcaagtg 


atccgcctga 


ctcagcctac 


caaagtgctg 


attacaagtg 


6720 


tgagccaccg 


tgcccagcca 


cactcactga 


ttctttaatg 


ccagccacac 


agcacaaagt 


6780 


tcagagaaat 


gcctccatca 


tagcatgtca 


atatgttcat 


actcttaggt 


tcatgatgtt 


6840 


cttaacatta 


ggttcataag 


caaaataaga 


aaaaagaata 


ataaataaaa 


gaagtggcat 


6900 


gtcaggacct 


cacctgaaaa 


gccaaacaca 


gaatcatgaa 


ggtgaatgca 


gaggtgacac 


6960 


caac&caaag 


gtgtatatat 


ggtttcctgt 


ggggagtatg 


tacggaggca 


gcagtgagtg 


7020 


agactgcaaa 


cgtcagaagg 


gcacgggtca 


ctgagagcct 


agtatcctag 


taaagtgggc 


7080 


tctctccctc 


tctctccagc 


ttgtcattga 


aaaccagtcc 


accaagcttg 


ttggttcgca 


7140 


cagcaagagt 


acatagagtt 


tgaaataata 


cataggattt 


taagagggag 


acactgtctc 


7200 


taaaaaaaaa 


aacaacagca 


acaacaaaaa 


gcaacaacca 


ttacaatttt 


atgttccctc 


7260 


agcattctca 


gagctgagga 


atgggagagg 


actatgggaa 


cccccttcat 


gttccggcct 


7320 


tcagccatgg 


ccctggatac 


atgcactcat 


ctgtcttaca 


atgtcattcc 


cccaggaggg 


7380 


cccggaagaa 


aacagtgcct 


atgagcagtt 


gctgtctcgc 


ttggaagaaa 


tcgctgagga 


7440 


aggtcagttt 


gttggtctgg 


ccactaatct 


ctgtggccta 


gttcataaag 


aatcaccctt 


7500 


tggagcttca 


ggtctgaggc 


tggagatggg 


ctccctccag 


tgcaggaggg 


attgaagcat 


7560 


gagcca:gcgc 


tcatcttgat 


aataaccatg 


aagctgacag 


acacagttac 


ccgcaaacgg 


7620 


ctgcctacag 


attgaaaacc 


aagcaaaaac 


cgccgggcac 


ggtggctcac 


gcctgtaatc 


7680 


ccagcacttt 


gggaggccaa 


ggcaggtgga 


tcacgaggtc 


aagagatcaa 


gaccatcctg 


7740 


gccaacatgg 


tgaaacccca 


tctctactaa 


aaatacgaaa 


aaatagccag 


gcgtggtggc 


7800 


gggtgcctgt 


aatcccagct 


actcgggagg 


ctgaggcagg 


agaatggcat 


gaacccggga 


7860 


ggcagaagtt 


gcagtgagcc 


gagatcgtgc 


cactgcactc 


cagcctgggc 


aacagagcga 


7920 


gactcttgtc 


tcaaaaaaaa 


aaaaaaaaaa 


gaaaaccaag 


caaaaaccaa 


aatgagacaa 


7980 


aaaaaacaag 


accaaaaaat 


ggtgtttgga 


aattgtcaag 


gtcaagtctg 


gagagctaaa 


8040 


ctttttctga 


gaactgttta 


tctttaataa 


gcatcaaata 


ttttaacttt 


gtaaatactt 


8100 


ttgt tggaaa 


tcgttctctt 


cttagtcact 


cttgggtcat 


tttaaatctc 


acttactcta 


8160 
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ctagaccttt 


taggtttctg 


ctagactagg 


tagaactctg 


cctttgcatt 


tcttgtgtct 


8220 


gttttgtata 


gttatcaata 


ttcatattta 


tttacaagtt 


attcagatca 


ttttttcttt 


8280 


tctttttttt 


tttttttttt 


ttttttacat 


ctttagtaga 


gacagggttt 


caccatattg 


8340 


gccaggctgc 


tctcaaactc 


ctgaccttgt 


gatccaccag 


cctcggcctc 


ccaaagtgct 


8400 


ggga h tcatt 


ttttcttttt 


aatttgctct 


gggcttaaac 


ttgtggccca gcactttatg 


8460 


atgt_tr acaca 


gagttaagag 


tgtagactca 


gacggtcttt 


cttctttcct 


tctcttcctt 


8520 


cctcccttcc 


ctcccacctt 


cccttctctc 


cttcctttct 


ttcttcctct 


cttgcttcct 


8580 


caggcctctt 


ccagttgctc 


caaagccctg 


tacttttttt 


tgagttaacg 


tcttatggga 


8640 


agggcctgca 


cttagtgaag 


aagtggtctc 


agagttgagt 


taccttggct 


tctgggaggt 


8700 


garjj v:gtat 


ccctataccc 


tgaagcttta 


agggggtgca 


atgtagatga 


gaccccaaca 


8760 


taczi^cctct 


tcacaggctc 


agagactcag 


gtcccaggac 


tggacatatc 


tgcactcctg 


8820 


ccctctgact 


tcagccgcta 


cttccaatat 


gaggggtctc 


tgactacacc 


gccctgtgcc 


8880 


cag j jtgtca 


tctggactgt 


gtttaaccag 


acagtgatgc 


tgagtgctaa 


gcaggtgggc 


8940 


ctgjjjcgtg 


tgtggacaca 


gtgggtgcgg 


gggaaagagg 


atgtaagatg 


agatgagaaa 


9000 


ca*.,g : -aaga 


aagaaatcaa 


ggctgggctc 


tgtggcttac 


gcctataatc 


ccaccacgtt 


9060 


gg^ -^jgctga 


ggtgggagaa 


tggtttgagc 


ccaggagttc 


aagacaaggc 


ggggcaacat 


9120 


agtytgaccc 


catctctacc 


aaaaaaaccc 


caacaaaacc 


aaaaat agcc 


gggcatggtg 


9180 


gta:. ^cggcc 


tagtcccagc 


tactcaagga 


ggctgaggtg 


ggaagatcgc 


ttgattccag 


9240 


gag uct. gaga 


ctgcagtgag 


ctatgatccc 


accactgcct 


accatcttta 


ggatacattt 


9300 


att.c* -tat 


aaaagaaatc 


aagaggctgg 


atggggaata 


caggagctgg 


agggtggagc 


9360 


ccU; iggtgc 


tggttgtgag 


ctggcctggg 


acccttgttt 


cctgtcatgc 


catgaaccca 


9420 


cccucactgt 


ccactgacct 


ccctagctcc 


acaccctctc 


tgacaccctg 


tggggacctg 


9480 


gtg. ; ^cctcg 


gctacagctg 


aacttccgag 


cgacgcagcc 


tttgaatggg 


cgagtgattg 


9540 


aggcc'.cctt 


ccctgctgga 


gtggacagca 


gtcctcgggc 


tgctgagcca 


ggtacagctt 


9600 


tghcL. jttt 


ccccccagcc 


agtagtccct 


tatcctccca 


tgtgtgtgcc 


agtgtctgtc 


9660 


at'r.f \ jcggtc 


acagcccgcc 


tctcacatct 


cctttttctc 
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tccagtccag 


ctgaattcct 


9720 
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gc.j';g'jctgc 


tggtgagtct 


gcccctcctc 


ttggtcctga 


tgecaggaga 


ctcctcagca 


9780 


cca':tcagcc 


ccagggctgc 


tcaggaccgc 


ctctgctccc 


tctccttttc 


tgcagaacag 


9840 


accocaaccc 


caatattaga 


gaggcagatc 


atggtgggga 


ttcccccatt 


gtccccagag 


9900 


gctaa: tgat 


tagaatgaag 


cttgagaaat 


ctcccagcat 


ccctctcgca 


aaagaatccc 


9960 


ccccc ;tttt 


tttaaagata 


gggtctcact 


ctgtttgccc 


caggctgggg 


tgttgtggca 


10020 


eg, i :catagc 


tcactgcagc 


ctcgaactcc 


taggctcagg 


caatcctttc 


accttagctt 


10080 


etc -'' xagcac 


tgggactgta 


ggcatgagee 


actgtgcctg 


gccccaaacg 


gcccttttac 


10140 


ttc 4 jctttta 


ggaagcaaaa 


aeggtgetta 


tcttacccct 


tctcgtgtat 


ccaccctcat 


10200 


ccctt- gctg 


gcctcttctg 


gagactgagg 


cactatgggg 


ctgectgaga 


acteggggea 


10260 


gg f .:3*>jgtgg 


agtgcactga 


ggcaggtgtt 


gaggaactct 


gcagacccct 


cttccttccc 


10320 


aaajcagccc 


fcctctgctct 


ccatcgcagg 


tgacatccta gccctggttt 


ttggcctcct 


10380 


ttt J jctgtc 


accagcgfccg 


cgttccttgt 


gcagatgaga 


aggcagcaca 


ggtattacac 


10440 


tgt- jeettte 


ttcaggcaca 


agcttccccc 


acccttgtgg 


agtcacttca 


tgeaaagege 


10500 


atgea atga 


gctgctcctg 


ggccagtttt 


ctgattagee 


tttcctgttg 


tgtacacaca 


10560 


qa. --Tucraac 


caaagggggt 


crtcracfcbacc 


gcccagcaga 


ggtagecgag 


actaaacrcct 


10620 


ag,; gctgga 


tcttggagaa 


tgtgagaagc 


cagecagagg 


catctgaggg 


ggagccggta 


10680 


ac'/ ,'ccctgt 


cctgctcatt 


atgccacfctc 


cttttaactg 


ccaagaaatt 


ttttaaaata 


10740 


aat atttata 


ataaaatatg 


tgttagtcac 


ctttgttccc 


caaatcagaa 


ggaggtattt 


10800 


gac.t;t' :cta 


ttactgttat 


tagcaccaat 


ttagtggtaa 


tgcatttatt 


ctattacagt 


10860 


to; ^ccccct 


tccacacatc 


actccaatgt 


gttgetec 






10898 



<21t> 4 

<2. i.> 59 

<2- .> PRT 

<2jj> Homo sapiens 

<4..u> 4 

Se Ser Gly Glu Asp Asp Pro Leu Gly Glu Glu Asp Leu Pro Ser Glu 
15 10 15 
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Glu Asp Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu Glu Asp Leu Pro 
20 25 30 

Gly COu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Glu Val Lys Pro 
35 40 45 



Ly • Ser Glu Glu Glu Gly Ser Leu Lys Leu Glu 
50 "* 55 



<27 0> 5 

<2T1> 257 

<212> PRT 

<2V3- Homo sapiens 

<4- •->.> 5 

Gly Asp Asp Gin Ser His Trp Arg Tyr Gly Gly Asp Pro Pro Trp Pro 
1 5 10 15 



Ar< Val Ser Pro Ala Cys Ala Gly Arg Phe Gin Ser Pro Val Asp lie 
20 25 30 



Ar ?ro Gin Leu Ala Ala Phe Cys Pro Ala Leu Arg Pro Leu Glu Leu 
35 40 45 



Le' Gly Phe Gin Leu Pro Pro Leu Pro Glu Leu Arg Leu Arg Asn Asn 
50 55 60 



Gl^/ His Ser Val Gin Leu Thr Leu Pro Pro Gly Leu Glu Met Ala Leu 
65 70 75 80 



Gl; Pro Gly Arg Glu Tyr Arg Ala Leu Gin Leu His Leu His Trp Gly 
85 ^90 95 



Al .Ma Gly Arg Pro Gly Ser Glu His Thr Val Glu Gly His Arg Phe 
100 105 110 



Px Ala Glu He His Val Val His Leu Ser Thr Ala Phe Ala Arg Val 
115 120 125 
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As i * Glu Ala Leu Gly Arg Pro Gly Gly Leu Ala Val Leu Ala Ala Phe 
130 135 140 



Lei. !lu Glu Gly Pro Glu Glu Asn Ser Ala Tyr Glu Gin Leu Leu Ser 

14" 150 155 160 

Ar Leu Glu Glu lie Ala Glu Glu Gly Ser Glu Thr Gin Val Pro Gly 

165 170 175 



Le . r sp He Ser Ala Leu Leu Pro Ser Asp Phe Ser Arg Tyr Phe Gin 
180 185 190 

Ty Glu Gly Ser Leu Thr Thr Pro Pro Cys Ala Gin Gly Val He Trp 
195 200 205 



Thr Val Phe Asn Gin Thr Val Met Leu Ser Ala Lys Gin Leu His Thr 
210 215 220 

Le-: Ser Asp Thr Leu Trp Gly Pro Gly Asp Ser Arg Leu Gin Leu Asn 
22 230 235 240 



Ph Arg Ala Thr Gin Pro Leu Asn Gly Arg Val He Glu Ala Ser Phe 
245 250 255 



Pr 



<2 . f > 6 

<2^i> 3 7 

<2 2> PRT 

<2 ■ ' > Homo sapiens 

<4 Ci> 6 

Mr A" a Pro Leu Cys Pro Ser Pro Trp Leu Pro Leu Leu He Pro Ala 
1 5 10 15 



P) . Ala Pro Gly Leu Thr Val Gin Leu Leu Leu Ser Leu Leu Leu Leu 
20 25 30 



Me Pro Val His Pro 
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35 



<210> 7 

<211> 377 

<2 2> PRT 

<2 3> Homo sapiens 

<4 0> 7 



G3 x Arg Leu Pro Arg Met Gin Glu Asp Ser Pro Leu Gly Gly Gly Ser 
1 5 10 15 



Se : Gly Glu Asp Asp Pro Leu Gly Glu Glu Asp Leu Pro Ser Glu Glu 
20 25 30 



As Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu Glu Asp Leu Pro Gly 
35 40 45 



G] u Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Glu Val Lys Pro Lys 
50 55 60 



Se. • Glu Glu Glu Gly Ser Leu Lys Leu Glu Asp Leu Pro Thr Val Glu 
65 70 75 80 



A] j. Pro Gly Asp Pro Gin Glu Pro Gin Asn Asn Ala His Arg Asp Lys 
85 90 95 



Gi i Gly Asp Asp Gin Ser His Trp Arg Tyr Gly Gly Asp Pro Pro Trp 
100 105 ~~ ~ 110 



Pr Arg Val Ser Pro Ala Cys Ala Gly Arg Phe Gin Ser Pro Val Asp 
115 ^12 0 ~ 125 



ID a Arg Pro Gin Leu Ala Ala Phe Cys Pro Ala Leu Arg Pro Leu Glu 
130 135 140 



Le i Leu Gly Phe Gin Leu Pro Pro Leu Pro Glu Leu Arg Leu Arg Asn 
14 150 155 160 



Asn Gly His Ser Val Gin Leu Thr Leu Pro Pro Gly Leu Glu Met Ala 

165 170 175 
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Leu Gly Pro Gly Arg Glu Tyr Arg Ala Leu Gin Leu His Leu His Trp 
180 ~ 185 190 



G2 Ala Ala Gly Arg Pro Gly Ser Glu His Thr Val Glu Gly His Arg 
195 200 205 



Pte Pro Ala Glu lie His Val Val His Leu Ser Thr Ala Phe Ala Arg 
210 215 220 



Va . Asp Glu Ala Leu Gly Arg Pro Gly Gly Leu Ala Val Leu Ala Ala 
22 ~ 230 235 240 



Phi Leu Glu Glu Gly Pro Glu Glu Asn Ser Ala Tyr Glu Gin Leu Leu 
245 250 255 



Se - Arg Leu Glu Glu lie Ala Glu Glu Gly Ser Glu Thr Gin Val Pro 
260 265 270 



Gl Leu Asp lie Ser Ala Leu Leu Pro Ser Asp Phe Ser Arg Tyr Phe 
275 280 285 



Gl i Tyr Glu Gly Ser Leu Thr Thr Pro Pro Cys Ala Gin Gly Val lie 
290 * 295 300 



Tr . Thr Val Phe Asn Gin Thr Val Met Leu Ser Ala Lys Gin Leu His 
3C 310 315 320 



Tl c Leu Ser Asp Thr Leu Trp Gly Pro Gly Asp Ser Arg Leu Gin Leu 
325 ~ 330 335 



As i Phe Arg Ala Thr Gin Pro Leu Asn Gly Arg Val lie Glu Ala Ser 
340 345 350 



Ph : Pro Ala Gly Val Asp Ser Ser Pro Arg Ala Ala Glu Pro Val Gin 
355 360 365 



Le i Asn Ser Cys Leu Ala Ala Gly Asp 
370 " 375 
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<2 .0> 8 

<? 1> 20 

<1 2> PRT 

<2 3> Homo sapiens 

<O0> 8 

13 e Leu Ala Leu Val Phe Gly Leu Leu Phe Ala Val Thr Ser Val Ala 
1 5 10 • 15 



PI Leu Val Gin 
20 



<210> 9 

<2ll> 25 

<2..2> PRT 

<2;.3> Homo sapiens 

<4 '0> 9 

Me Arg Arg Gin His Arg Arg Gly Thr Lys Gly Gly Val Ser Tyr Arg 
1 5 10 "* 15 



P3 ■) Ala Glu Val Ala Glu Thr Gly Ala 
20 25 



<:' 0> 10 

<:, i> 19 

<1 2> DNA 

<2l3> Homo sapiens 

<4 J0> 10 

a £ iaggatct gcccagtga 19 





0> 


11 


<: 


1> 


19 




2> 


DNA 




3> 


Homo 



<<• »0> 11 

g« aatgact ctggtcatc 19 
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